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Previous studies have demonstrated that treatment with activin A and TGF-β1, members of the TGF-β family, stimulated maturation of mouse
bone marrow-derived cultured mast cells (BMMC), which was characterized by morphology and gene expression of mouse mast cell proteases
(mmcps). In order to gain a better understanding of activin A- and TGF-β1-induced maturation in mast cells, we investigated the genes that were
up-regulated in response to treatment with these two members of the TGF-β family. The cDNA microarray analyses indicated that in BMMC, five
genes were induced by treatment with 4 nM activin A for 2 h. Tocopherol-associated protein (Tap) was one of the induced genes, and the Tap
induction in response to activin A treatment was confirmed by real-time RT-PCR analyses. Treatment with TGF-β1 at 200 pM but not BMP-2 at
4 nM also increased Tap gene transcript in BMMC. Activin A-induced Tap expression was detected in BMMC but not in RAW264 macrophage-
like cells, B16 melanoma cells or P19 embryonic carcinoma cells. Treatment with >1 μM SB431542, an inhibitor of activin and TGF-β type I
receptors ALK4/5, reduced responsiveness of Tap expression to TGF-β1, whereas <0.5 μM SB431542 effectively reduced TGF-β1-induced
expression of mmcp-1 and mmcp-7. These results suggest that inhibitory effects of SB431542 are different between TGF-β-induced genes.
Reporter assays indicated that Tap expression enhances transcription mediated by the activin/TGF-β pathway. Thus, the present results suggest
that Tap induction in response to activin/TGF-β occurs predominantly in mast cells and serves as a positive regulator in activin/TGF-β signaling.
© 2006 Elsevier B.V. All rights reserved.Keywords: Activin; TGF-β; Tocopherol-associated protein; Mast cell1. Introduction
Mast cells are involved in inflammatory and immediate
allergic responses. The multivalent binding of an antigen to
receptor-bound IgE and the subsequent aggregation of the high
affinity IgE receptor (FcεRI) provide the trigger for activation of
mast cells, leading to synthesis and secretion of various
enzymes and cytokines related to the immune responses [1].
Mast cells are produced in the bone marrow as progenitor cells.⁎ Corresponding author. Tel.: +81 42 754 7111(276); fax: +81 42 754 7661.
E-mail address: funaba@azabu-u.ac.jp (M. Funaba).
1 Present address: Institute for Comprehensive Medical Science, Fujita Health
University, Toyoake 470-1192, Japan.
0167-4889/$ - see front matter © 2006 Elsevier B.V. All rights reserved.
doi:10.1016/j.bbamcr.2006.06.002These committed precursors of mast cells are present in the
peripheral blood and invade the target tissues [2–4]. Mast cells
maturate in the target tissue under the regulation of local growth
and differentiation factors, resulting in a characteristic mor-
phology with more metachromatic granules and increased
expression of mast cell proteases (mcps) [1,4]. However, our
understanding of mast cell maturation at the molecular level
remains incomplete.
Activins are dimers of inhibin/activin β subunits and are
members of the transforming growth factor-β (TGF-β) super-
family. In common with other members of the TGF-β family
such as TGF-βs and bone morphogenetic proteins (BMPs),
activins are potent growth and differentiation factors that
perform various physiological activities [5,6]. Previously, we
Fig. 1. Activin A and TGF-β1 but not BMP-2 increase Tap gene transcript in
mast cells. BMMC, RAW264 macrophage-like cells, B16 melanoma cells and
P19 embryonic carcinoma cells were cultured with activin A (4 nM), TGF-β1
(200 pM) and BMP-2 (4 nM) for 24 h. Ligand was added to α-MEM with 10%
FCS and 10% PWM-SCM in BMMC, DMEM with 10%FCS in RAW264 and
P19 cells, and RPMI1640 with 10% FCS in B16 cells. Real-time quantitative
RT-PCR was performed. The mRNA level of Tap was expressed relative to
G3pdh. The level of mRNA in the absence of ligand was assigned a value of 1.
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βA) stimulated the morphological changes toward maturated
mast cells, and increased gene expression of mcps in mouse
bone marrow-derived cultured mast cells (BMMC) [7–9]. As
activin A is up-regulated in mast cells in response to activation
[10,11], it may play a significant role in the immune responses
mediated by mast cells. In order to understand activin-induced
maturation of mast cells in greater detail, we examined the
genes induced in response to activin A treatment in BMMC.
2. Materials and methods
2.1. Materials
Recombinant activin Awas kindly provided by Dr. A.F. Parlow through the
National Pituitary and Hormone Distribution Program at NIDDK. Purified
TGF-β1 and recombinant BMP-2 were purchased from Becton Dickinson and
R&D Systems, respectively. The OMM13K oligonucleotide arrays containing
13,443 70-mer single-stranded oligonucleotides from mouse genes were
purchased from the Keck DNA Array Facility at Yale University. SB431542,
an ALK4/5 inhibitor [12,13], was purchased from TOCRIS. PD98059, a
MEK1 inhibitor [14], and SB203580, a p38 kinase inhibitor [15], were
purchased from Calbiochem. SP600125, a JNK inhibitor [16], was purchased
from BIOMOL Research Laboratories (Plymouth Meeting, PA).
2.2. cDNA constructs
Plasmids were obtained as follows: constitutively active ALK5 (ALK5-TD),
with Thr 204 replaced by Asp [17], from Dr. X.-F. Wang, mmcp-7(−185 to
+20)-luc [18] from Drs. Y. Kitamura and E. Morii, PAI-1(−800 to +76)-luc [19]
from Drs. H.F. Lodish and X. Hua, FoxH3 [20] and AR3-luc [21] from Dr. M.
Whitman and HA-pcDNA3 expression vector [22] from Dr. N. Inohara and T.
Koseki. Human inhibin/activin βA cDNA was subcloned into pcDNA3 using
the XhoI site. Mouse Tap cDNA containing BamHI and SalI restriction enzyme
sites at the 5′- and 3′-ends, respectively, was subcloned into the BamHI and
XhoI sites of HA-pcDNA3 to produce C-terminal HA-tagged Tap.
2.3. Animals and cell culture
BALB/c mice were obtained from SLC (Shizuoka, Japan). We used mice
with a deletion of Smad3 exon 8, generated through homologous recombination
[23]. Litters were produced by mating mice heterozygous for the targeted Smad3
deletion with those from a mixed 129/C57BL/6 background. Genotyping of the
offspring was performed as described previously [23]. Mice were cared for
according to the principles outlined in the Institute for Laboratory Animal
Research Guide for the Care and Use of Laboratory Animals [24].
BMMC were cultured from the bone marrow cells of 6- to 8-week-old mice
as described previously [7]. More than 95% of the trypan blue-excluding viable
cells were identified as mast cells based on staining with acid toluidine. BMMC
were grown in α-MEM containing 10% FBS and 10% pokeweed mitogen-
stimulated spleen cell-conditioned medium (PWM-SCM). For ligand stimula-
tion experiments, BMMC (2.5×106 cells/ml) were incubated with activin A atTable 1
Genes that are up-regulated in response to activin A treatment in BMMC
Accession
number
Gene name Fold
induction
Mean S.E.
BC005759 Tocopherol-associated protein 4.32 0.15
NM_023719 Thioredoxin interacting protein 3.42 1.73
X78543 MCP-Y1 3.37 0.31
AK017885 Rho-related GTP-binding protein rho H 1.78 0.25
BC005481 Elastin microfibril interface located protein 1 1.62 0.104 nM (or the indicated concentration), TGF-β1 at 200 pM, or BMP-2 at 4 nM for
2 h (or specified time period) in α-MEM with 10% FBS and 10% PWM-SCM.
For some experiments, BMMC were preincubated with vehicle (DMSO) or
SB431542 at the indicated concentration for 20 min. Then, TGF-β1 (200 pM)
was added to the medium for 24 h. In addition, for some experiments, BMMC
were incubated with TGF-β1 (200 pM) for 8 h in α-MEM with 10% FBS and
10% PWM-SCM after preincubation with vehicle (DMSO), PD98059 (50 μM),
SB203580 (5 μM) or SP600125 (20 μM) for 20 min. The kinase inhibitors
(PD98059, SB203580 and SP600125) were applied at concentrations known to
inhibit their respective protein kinases [14–16], and were not washed out of the
medium. Furthermore, for some experiments, BMMC were preincubated withFig. 2. TGF-β1 increases Tap transcript levels in mast cells. (A) Time-course
changes in Tap expression in response to activin A, TGF-β1 and BMP-2.
BMMC were cultured with activin A (4 nM), TGF-β1 (200 pM) and BMP-2
(4 nM) in α-MEM with 10% FCS and 10% PWM-SCM for the indicated time.
(B) Effects of a protein synthesis inhibitor cycloheximide on TGF-β1-induced
Tap expression. BMMC were treated with or without TGF-β1 (200 pM) in the
presence (+) or absence (−) of cycloheximide (0.5 μg/ml) for 12 h. Real-time
quantitative RT-PCR was performed. The mRNA level of Tap was expressed
relative to G3pdh. The level of mRNA in the absence of ligand and cyc-
loheximide was assigned a value of 1.
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with TGF-β1 (200 pM) for 12 h.
RAW264 macrophage-like cells and HepG2 hepatoma cells were provided
by the RIKEN Cell Bank, and B16 melanoma cells and P19 embryonic
carcinoma cells were provided by the Institute of Development, Aging and
Cancer, Tohoku University. RAW264 and HepG2 cells were cultured in DMEM
with 10% FBS. P19 cells were cultured in α-MEM with 6% FBS, and B16 cells
were cultured in RPMI1640 with 10% FBS. In addition, all cell culture media
contained 100 U/ml penicillin and 100 μg/ml streptomycin. Transient
transfections were performed using PolyFect (Qiagen) for HepG2 and P19
cells, and SuperFect (Qiagen) for B16 cells.
2.4. cDNA microarray
BMMC (2.5×106/ml) were treated with or without activin A (4 nM) for 2 h
in α-MEM with 10% FBS and 10% PWM-SCM. Total RNAwas isolated using
an RNA isolation kit (RNeasy, Qiagen). Total RNA (20 μg) was reverse-
transcribed using oligo-dT and labeled in a total volume of 20 μl using
CyScribe First-Strand cDNA Labelling Kit (Amersham Biosciences), accord-Fig. 3. Inhibition of TGF-β1-induced expression by the ALK4/5/7 inhibitor SB43154
β1 (200 pM) for 24 h after pretreatment with the indicated concentrations of SB43154
of Tap (A), mmcp-1 (B) and mmcp-7 (C) were expressed relative to G3pdh. The leving to the manufacturer's protocol. Once the reaction was complete, the
template RNA was hydrolyzed by incubation with 2 μl of 2.5 M NaOH for
15 min at 37 °C. After adding 10 μl of 2 M HEPES, unconjugated dye was
removed using a GFX column (Amersham Biosciences). Cy3- and Cy5-labeled
probes were combined and finally resuspended in 5 μl of dH2O. The probes
were incubated for 2 min at 94 °C, followed by incubation on ice for 30 s To
block non-specific binding of the poly-T tail in probes, 1.25 μl of oligo A
(0.8 mg/ml) was added and incubated for 45 min at 75 °C. The glass slide
arrays, OMM13K containing 13,443 mouse genes, were prehybridized for
45 min at 50 °C in hybridization buffer (Amersham Biosciences) containing
50% formamide, followed by hybridization for 18 h at 43 °C. Arrays were
washed in 1×SSC/0.2% SDS for 10 min, followed by two 10-min washes in
0.1×SSC/0.2% SDS and finally in dH2O for 10 s Arrays were dried and
scanned at 532 and 635 nm using a GenePix4000A (Axon Instruments, Foster
City, CA). Experiments were performed twice using independent cell samples
and different dyes were used as the label between experiments. After
normalization by linear regression scaling, the ratio of medians was evaluated.
Genes that responded to treatment with activin A with ≥1.5-fold increased
expression were evaluated further.2. BMMC from wild-type or Smad3-null mice were treated with or without TGF-
2 for 20 min. Real-time quantitative RT-PCR was performed. The mRNA levels
el of mRNA in the absence of ligand and SB431542 was assigned a value of 1.
Fig. 4. Inhibition of TGF-β1-induced expression by kinase inhibitors of the
MAP kinase pathway. BMMC from wild-type mice were treated with or without
TGF-β1 (200 pM) for 8 h after pretreatment with vehicle (DMSO), PD98059
(50 μM), SB203580 (5 μM) or SP600125 (20 μM) for 20 min. Real-time
quantitative RT-PCR was performed. The mRNA levels of Tap were expressed
relative to G3pdh. The level of mRNA in the absence of ligand and kinase
inhibitor was assigned a value of 1. *P<0.05 as compared with TGF-β1 (−);
†P<0.05 as compared with TGF-β1 (+) in the absence of kinase inhibitors.
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Real-time RT-PCR was conducted as described previously [8]. Oligonucleo-
tide primers for mmcp-7 and G3pdh were described as previously [8]. For the
Tap and mmcp-1 gene transcripts (GenBank accession numbers BC005759
and NM_008570, respectively), oligonucleotides encoding positions from 785
to 806 and 853 to 834 for Tap, and those from 341 to 365 and 424 to 403 for
mmcp-1 were designed. Levels of Tap, mmcp-1, mmcp-7 and G3pdh expression
in each sample were determined using the relative standard curve method. The
relative amount of DNA of Tap, mmcp-1 and mmcp-7 was expressed as a ratio
to that of G3pdh DNA. The Tap, mmcp-1 and mmcp-7 level in BMMC without
stimulation with ligands and inhibitors was given a value of 1.
2.6. Reporter assay
Luciferase-based reporter assays were conducted as described previously
[8]. Cells were transiently transfected with the indicated expression vectors,
reporter construct, or a plasmid expressing β-galactosidase (pCMV-βGal).
Equal amounts of DNAwere transfected in each experiment and adjusted with
pcDNA3. Cells were harvested 40 h after transfection. Luciferase activity was
normalized against β-galactosidase activity, and the luciferase activity in the cell
lysate in the absence of activin βA, ALK5-TD or Tap was assigned a value of 1.
3. Results
To examine initial events induced by activin A treatment in
mast cells, we performed cDNA microarray analyses using
BMMC. Results from two independent experiments indicated
that only five genes were up-regulated by treatment with activin
A (4 nM) for 2 h in both experiments (Table 1). Activin A-
induction of these genes was confirmed using semi-quantitative
RT-PCR (data not shown); in both assays the Tap gene
transcript exhibited the greatest response. Tap encodes a protein
containing two conserved domains [25]: CRAL/TRIO, which is
predicted to form a pocket for binding a small hydrophobic
ligand; and GOLD, which is thought to modulate Golgi function
or trafficking through protein–protein interaction.
Previous study has shown that in BMMC the activity of
activin A depends upon its concentration, i.e., changes in
morphology and expression of mmcp are affected by nanomolar
concentrations, whereas migration toward activin A is observed
at lower concentrations [7]. Competitive RT-PCR analyses
indicated that treatment of both BMMC and MC/9 mast cells
with activin A at 4 nM but not at 0.1 nM resulted in an increase
in Tap transcript (data not shown). In addition, real-time RT-PCR
analyses indicated that treatment with TGF-β1 (200 pM) but
not BMP-2 (4 nM) resulted in increased Tap transcript levels
(Fig. 1). In cells unrelated to mast cells, i.e., RAW264, B16 and
P19 cells, activin A-induced expression of Tap was not
detected, and expression was not induced by the ligands
TGF-β1 or BMP-2 (Fig. 1).
Time-course changes in Tap gene transcript were next
examined in BMMC (Fig. 2A). Treatment with activin A
increased Tap gene transcript within 2 h and the increased gene
transcript continued at least for 24 h. Similar to activin A,
treatment with TGF-β1 resulted in a prolonged effect on gene
induction of Tap (Fig. 2A). Up-regulation of Tap by BMP-2
treatment was not seen at any tested time. Because of the limited
availability of activin A, the remaining work was carried out by
use of TGF-β1 as the agonist. Previous studies have indicatedthat TGF-β1 and activin A elicit similar activities in BMMC
including cell growth inhibition, morphological changes,
migration and regulation of gene expression [7,8,26]. At present
activin signaling is indistinguishable from TGF-β signaling at
the signaling molecule level of downstream of receptor binding;
activin and TGF-β signal via membrane-bound heteromeric
serine kinase receptor complexes. Upon ligand binding to
respective type II receptor, the type II receptor recruits,
phosphorylates and activates the type I receptor (ALK4 for
activin, and ALK5 for TGF-β). The activated type I receptor
serine kinases phosphorylate Smad2/3, leading to complex
formation with Smad4 and regulation of target gene transcrip-
tion [27,28].
In order to determine whether de novo protein synthesis is
required for Tap induction, effect of a protein synthesis inhibitor
cycloheximide was examined. As shown in Fig. 2B, treatment
with cycloheximide did not block the TGF-β1-induced Tap
expression. The cycloheximide treatment rather increased Tap
expression, although responses to TGF-β1 were smaller in
the presence of cycloheximide than in the absence of
cycloheximide.
Using BMMC from wild-type and Smad3-null mice and an
ALK4/5 inhibitor SB431542, we evaluated the involvement of
the type I receptor and Smad3 in TGF-β1-induced Tap
expression. Previous studies have shown that treatment with
TGF-β resulted in the increases in gene transcript of mmcp-1
and mmcp-7 in BMMC [7,8,29]. Inhibitory effect of SB431542
on TGF-β1-induced Tap gene transcript was compared with that
on TGF-β1-induced mmcp-1 and mmcp-7 genes. TGF-β1-
induced Tap gene transcript was partially repressed in the
presence of SB431542 in a dose-dependent manner in wild-type
BMMC, and the IC50 concentration of SB431542 was 10.61±
3.75 (mean±S.E.) μM (Fig. 3A). As compared with the effect of
SB431542 on Tap expression, the inhibitor repressed TGF-β1-
induced mmcp-1 and mmcp-7 genes more efficiently in wild-
type BMMC: the IC50 of SB431542 was 0.45±0.10 μM for
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Smad3-null BMMC, treatment with TGF-β1 also increased
expression of Tap, mmcp-1 and mmcp-7, although the extent
tended to be smaller (Fig. 3). Effects of SB431542 in Smad3-
null BMMC were comparable with those in wild-type BMMC,
i.e., less effective inhibition of Tap expression (IC50 (μM):
7.33±4.79), and efficient inhibition of mmcp-1 (IC50 (μM):
0.36±0.03) and mmcp-7 (IC50 (μM): 2.09±0.27).
In addition, we examined the effects of MAP kinase
pathway, since activin/TGF-β and MAP kinase pathways are
closely related [27,28]. Although none of the inhibitors
(PD98059, SB203580 or SP600125) completely abrogated
TGF-β1-induced Tap in either wild-type or Smad3-null
BMMC, induction was partially repressed by treatment with
PD98059 and significantly reduced with SP600125 in BMMCFig. 5. Expression of Tap enhances activin/TGF-β-mediated transcriptional activatio
were transiently transfected with mmcp-7-luc, PAI-1-luc and AR3-luc, respectivel
constitutively active TGF-β receptor, ALK5-TD (B, C). For P19 cells, FoxH3 plasmid
activity was normalized to β-galactosidase activity. Luciferase activity in the cell lysa
representative result from three independent experiments is shown. Data are express(Fig. 4). In Smad3-null BMMC, inhibitory effect of kinase
inhibitor on TGF-β1-induced Tap gene was hardly detected
(data not shown).
To elucidate possible role for Tap induced by treatment with
activin A and TGF-β1, we examined effects of Tap expression
on activin/TGF-β signaling using HepG2 cells, B16 cells and
P19 cells, which are known to be responsive to these ligands
[9,30–32]. As Tap is not induced by treatment with these
ligands in B16 cells and P19 cells (Fig. 1), the effects of
exogenous Tap on the activin/TGF-β pathway could be clearly
evaluated. Luciferase-based reporter assays using mmcp-7-luc,
PAI-1-luc and AR3-luc, revealed that Tap enhanced transcrip-
tion of expression of these reporters induced by expression of
activin βA (Fig. 5A) or constitutively active ALK5 (ALK5-TD)
(Fig. 5B). In fact, ALK5-TD-induced transcriptional activationn. Along with β-galactosidase expression plasmid, HepG2, B16 and P19 cells
y. Cells were also transfected with or without Tap and activin βA (A) and a
was also transfected. At 40 h after transfection, cells were harvested. Luciferase
tes in the absence of activin βA, ALK5-TD and Tap was assigned a value of 1. A
ed as the mean±SD (n=3).
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(Fig. 5C).
4. Discussion
The present study indicates that: (1) activin A and TGF-
β1 increase expression of Tap in murine mast cells; (2) activin/
TGF-β-induced Tap is limited to mast cells; and (3) the induced
Tap acts as a positive modulator for activin/TGF-β signaling.
Mast cell-specific up-regulation of Tap in response to activin/
TGF-β explains one of the reasons of diverse physiological
activities of members of the TGF-β family irrespective of
relatively simple signaling mechanism described above: activin
and TGF-β induce modulator genes of themselves in a cell type-
specific manner.
Experiments using the protein synthesis inhibitor cyclohe-
ximide indicated that de novo synthesis was not required for
induction of Tap, suggesting a direct effect of activin/TGF-β.
Because members of the TGF-β family phosphorylate and
activate various MAP kinases [27,28], it is possible that the
MAP kinases regulate Tap induction. Experiments using MAP
kinase inhibitors indicated the partial inhibition of the Tap
induction by treatment with the kinase inhibitor, especially
PD98059 and SP600125, in wild-type BMMC but not Smad3-
null BMMC, suggesting a functional interaction between the
Smad3 pathway and the MAP kinase (in particular the ERK and
JNK) pathways.
We observed significant induction of Tap in response to the
TGF-β1 treatment in both Smad3-null and wild-type BMMC,
although the level of induction was lower in the former. These
results suggest that the involvement of Smad3 in activin/TGF-
β-induced Tap is limited, and imply the presence of an as yet
unidentified induction pathway. Increased expression of Smad2
has been reported in the liver of Smad3-null mice [33], and thus,
it is possible that expression of Smad2 increases in Smad3-null
BMMC, and compensates for the lack of Smad3-mediated
signaling. However, we did not observe a significant increase in
Smad2 expression in Smad3-null BMMC (data not shown).
Induction of Tap by activin/TGF-β was also inhibited by the
ALK4/5 inhibitor SB431542, suggesting that this process is
mediated through activated activin/TGF-β receptor complexes.
However, the concentration of SB431542 required for efficient
inhibition of Tap induction was higher than for either mmcp-1
or mmcp-7. It may be possible that Tap is induced through both
an activated ALK4/5-mediated mechanism and an ALK4/5-
independent mechanism. Alternatively, it is possible that a
limited number of activated ALK4/5 receptor complexes is
sufficient for induction of Tap, relative to the requirement for
induction of mmcp-1 and mmap-7. However, the latter is
unlikely, because the minimum concentration of ligand required
for significant induction of mmcp-1 and mmcp-7 was lower
than for Tap (data not shown). SB431542 weakly inhibits p38
kinase in vitro [13], and thus, the partial inhibition of Tap
induction at higher SB431542 concentrations may be the result
of inhibition of p38 kinase. However, this is also unlikely, since
treatment of wild-type BMMC with SB203580 effectively
blocked TGF-β1-induced activation of p38 (data not shown) butdid not inhibit Tap induction significantly. Taken together, the
results indicated that Tap induction occurs through both an
integrated pathway involving ALK4/5, Smad3 and MAP
kinases and an as yet unspecified ALK4/5-independent path-
way. Clearly, further definitive studies are needed to elucidate
this point.
The Tap has been independently identified as a molecule
with activities including binding to α-tocopherol [34], transport
of phosphatidylinositol [35], transport of squalene for choles-
terol biosynthesis [36], although the physiological role is not
clear yet. In addition to these activities, Tap has been recently
shown to possess GTPase activity [37], and to inhibit the
phosphoinositide 3-kinase pathway required for growth arrest in
cancer cells [38]. Furthermore, CGP-1, a protein with the
CRAL/TRIO domain and the GOLD domain, was involved in
the Ras signaling pathway in C. elegans [39]. In addition to
these activities, the present study revealed that Tap enhanced the
activin/TGF-β pathway. This protein with the CRAL/TRIO and
GOLD domain may be involved in the regulation of many
biological processes in a wide variety of organisms, from ne-
matodes to vertebrates.
Acknowledgements
We thank Dr. A.F. Parlow for providing recombinant human
activin A and the National Hormone and Pituitary Program at
the NIDDK. We thank Drs. Xianxin Hua, Naohiro Inohara,
Yukihiko Kitamura, Takeyoshi Koseki, Harvey F. Lodish,
Eiichi Morii, Xiao-Fan Wang, Malcolm Whitman for providing
plasmids. We also thank Drs. Takuya Murata and Tetsuya
Mizutani for critical reviewing of the manuscript. This work
was supported by Grant-in-Aid for Scientific Research
(15580268 to M.F., 17580262 to M.M. and 16580248 to T.I.)
from Japan Society for the Promotion of Science and grants for
Graduate Schools from The Foundation for Japanese Private
School Promotion (to M.F., M.M. and T.I.).References
[1] M.J. Nadler, S.A. Matthews, H. Turner, J.P. Kinet, Signal transduction by
the high-affinity immunoglobulin E receptor FcεRI: coupling form to
function, Adv. Immunol. 76 (2000) 325–355.
[2] Y. Kitamura, T. Kasugai, N. Arizono, H. Matsuda, Development of mast
cells and basophils: processes and regulation mechanisms, Am. J. Med.
Sci. 306 (1993) 185–191.
[3] H.R. Rodewald, M. Dessing, A.M. Dvorak, S.J. Galli, Identification of a
committed precursor for the mast cell lineage, Science 271 (1999)
818–822.
[4] M.F. Gurish, J.A. Boyce, Mast cell growth, differentiation, and death, Clin.
Rev. Allergy Immunol. 22 (2002) 107–118.
[5] L.S. Mathews, Activin receptors and cellular signaling by the receptor
serine kinase family, Endocr. Rev. 15 (1994) 310–325.
[6] S. Luisi, P. Florio, F.M. Reis, F. Petraglia, Expression and secretion of
activin A: possible physiological and clinical implications, Eur. J.
Endocrinol. 145 (2001) 225–236.
[7] M. Funaba, T. Ikeda, K. Ogawa, M. Murakami, M. Abe, Role of activin A
in murine mast cells: modulation of cell growth, differentiation, and
migration, J. Leukocyte Biol. 73 (2003) 793–801.
[8] M. Funaba, T. Ikeda, M. Murakami, K. Ogawa, K. Tsuchida, H. Sugino,
M. Abe, Transcriptional activation of mouse mast cell protease-7 by
906 M. Funaba et al. / Biochimica et Biophysica Acta 1763 (2006) 900–906activin and transforming growth factor-β is inhibited by microphthalmia-
associated transcription factor, J. Biol. Chem. 278 (2003) 52032–52041.
[9] M. Murakami, T. Ikeda, T. Saito, K. Ogawa, Y. Nishino, K. Nakaya,
M. Funaba, Transcriptional regulation of plasminogen activator
inhibitor-1 by transforming growth factor-β, activin A and micro-
phthalmia-associated transcription factor, Cell. Signal. 18 (2006)
256–265.
[10] M. Funaba, T. Ikeda, K. Ogawa, M. Abe, Calcium-regulated expression of
activin A in RBL-2H3 mast cells, Cell. Signal. 15 (2003) 605–613.
[11] S.H. Cho, Z. Yao, S.W.Wang, R.F. Alban, R.G. Barbers, S.W. French, C.K.
Oh,Regulation of activinA expression inmast cells and asthma: its effect on
the proliferation of human airway smooth muscle cells, J. Immunol. 170
(2003) 4045–4052.
[12] J.F. Callahan, J.L. Burgess, J.A. Fornwald, L.M. Gaster, J.D. Harling, F.P.
Harrington, J.Heer, C.Kwon,R. Lehr,A.Mathur,B.A.Olson, J.Weinstock,
N.J. Laping, Identification of novel inhibitors of the transforming growth
factor β1 (TGF-β1) type 1 receptor (ALK5), J. Med. Chem. 45 (2002)
999–1001.
[13] G.J. Inman, F.J. Nicolas, J.F. Callahan, J.D. Harling, L.M. Gaster, A.D.
Reith, N.J. Laping, C.S. Hill, SB-431542 is a potent and specific inhibitor
of transforming growth factor-β superfamily type I activin receptor-like
kinase (ALK) receptors ALK4, ALK5, and ALK7, Mol. Pharmacol. 62
(2002) 65–74.
[14] D.T. Dudley, L. Pang, S.J. Decker, A.J. Bridges, A.R. Saltiel, A synthetic
inhibitor of the mitogen-activated protein kinase cascade, Proc. Natl. Acad.
Sci. U. S. A. 92 (1995) 7686–7689.
[15] A. Cuenda, J. Rouse, Y.N. Doza, R. Meier, P. Cohen, T.F. Gallagher, P.R.
Young, J.C. Lee, SB 203580 is a specific inhibitor of a MAP kinase
homologue which is stimulated by cellular stresses and interleukin-1,
FEBS Lett. 364 (1995) 229–233.
[16] B.L. Bennett, D.T. Sasaki, B.W. Murray, E.C. O'Leary, S.T. Sakata, W. Xu,
J.C. Leisten, A. Motiwala, S. Pierce, Y. Satoh, S.S. Bhagwat, A.M.
Manning, D.W. Anderson, SP600125, an anthrapyrazolone inhibitor of Jun
N-terminal kinase, Proc. Natl. Acad. Sci. U. S. A. 98 (2001) 13681–13686.
[17] R. Wieser, J.L. Wrana, J. Massagué, GS domain mutations that
constitutively activate TβR-I, the downstream signaling component in
the TGF-β receptor complex, EMBO J. 14 (1995) 2199–2208.
[18] H. Ogihara, E.Morii, D.K. Kim, K. Oboki, Y. Kitamura, Inhibitory effect of
the transcription factor encoded by the mutant mi microphthalmia allele on
transactivation of mouse mast cell protease 7 gene, Blood 97 (2001)
645–651.
[19] X. Hua, Z.A. Miller, G. Wu, Y. Shi, H.F. Lodish, Specificity in
transforming growth factor beta-induced transcription of the plasminogen
activator inhibitor-1 gene: interactions of promoter DNA, transcription
factor μE3, and Smad proteins, Proc. Natl. Acad. Sci. U. S. A. 96 (1999)
13130–13135.
[20] X. Chen, M.J. Rubock, M. Whitman, A transcriptional partner for MAD
proteins in TGF-β signaling, Nature 383 (1996) 691–696.
[21] H. Hayashi, S. Abdollah, Y. Qiu, J. Cai, Y.Y. Xu, B.W. Grinnell, M.A.
Richardson, J.N. Topper, M.A. Gimbrone Jr., J.L. Wrana, D. Falb, The
MAD-related protein Smad7 associates with the TGFβ receptor and
functions as an antagonist of TGFβ signaling, Cell 89 (1997) 1165–1173.
[22] N. Inohara, T. Koseki, S. Chen, X. Wu, G. Nunez, CIDE, a novel family of
cell death activators with homology to the 45 kDa subunit of the DNA
fragmentation factor, EMBO J. 17 (1998) 2526–2533.
[23] X. Yang, J.J. Letterio, R.J. Lechleider, L. Chen, R. Hayman, H. Gu, A.B.
Roberts, C. Deng, Targeted disruption of SMAD3 results in impairedmucosal immunity and diminished Tcell responsiveness to TGF-β, EMBO
J. 18 (1999) 1280–1291.
[24] ILSI/NRC, Guide for the Care and Use of Laboratory Animals, National
Academy Press, Washington, DC, 1996.
[25] A. Stocker, T. Tomizaki, C. Schulze-Briese, U. Baumann, Crystal structure
of the human supernatant protein factor, Structure 10 (2002) 1533–1540.
[26] M. Funaba, T. Ikeda, M. Murakami, K. Ogawa, M. Abe, Up-regulation of
mouse mast cell protease-6 gene by transforming growth factor-β and
activin in mast cell progenitors, Cell. Signal. 17 (2005) 121–128.
[27] J. Massagué, Y.G. Chen, Controlling TGF-β signaling, Genes Dev. 14
(2000) 627–644.
[28] R. Derynck, Y.E. Zhang, Smad-dependent and Smad-independent path-
ways in TGF-β family signaling, Nature 425 (2003) 577–584.
[29] H.R. Miller, S.H. Wright, P.A. Knight, E.M. Thornton, A novel function
for transforming growth factor-β1: upregulation of the expression and the
IgE-independent extracellular release of a mucosal mast cell granule-
specific β-chymase, mouse mast cell protease-1, Blood 93 (1999)
3473–3486.
[30] M. Macias-Silva, P.A. Hoodless, S.J. Tang, M. Buchwald, J.L. Wrana,
Specific activation of Smad1 signaling pathways by the BMP7 type I
receptor, ALK2, J. Biol. Chem. 273 (1998) 25628–25636.
[31] W. Chen, T.K. Woodruff, K.E. Mayo, Activin A-induced HepG2 liver cell
apoptosis: involvement of activin receptors and smad proteins, Endocri-
nology 141 (2000) 1263–1272.
[32] M. Ku, S.Y. Sokol, J. Wu, M.I. Tussie-Luna, A.L. Roy, A. Hata, Positive
and negative regulation of the transforming growth factor β/activin target
gene goosecoid by the TFII-I family of transcription factors, Mol. Cell.
Biol. 25 (2005) 7144–7157.
[33] M. Weinstein, S.P. Monga, Y. Liu, S.G. Brodie, Y. Tang, C. Li, L. Mishra,
C.X. Deng, Smad proteins and hepatocyte growth factor control parallel
regulatory pathways that converge on β1-integrin to promote normal liver
development, Mol. Cell. Biol. 21 (2001) 5122–5131.
[34] S. Zimmer, A. Stocker, M.N. Sarbolouki, S.E. Spycher, J. Sassoon,
A. Azzi, A novel human tocopherol-associated protein: cloning, in
vitro expression, and characterization, J. Biol. Chem. 275 (2000)
25672–25680.
[35] S.E. Phillips, B. Sha, L. Topalof, Z. Xie, J.G. Alb, V.A. Klenchin,
P. Swigart, S. Cockcroft, T.F. Martin, M. Luo, V.A. Bankaitis, Yeast
Sec14p deficient in phosphatidylinositol transfer activity is functional
in vivo, Mol. Cell 4 (1999) 187–197.
[36] N. Shibata, M. Arita, Y. Misaki, N. Dohmae, K. Takio, T. Ono, K. Inoue,
H. Arai, Supernatant protein factor, which stimulates the conversion of
squalene to lanosterol, is a cytosolic squalene transfer protein and enhances
cholesterol biosynthesis, Proc. Natl. Acad. Sci. U. S. A. 98 (2001)
2244–2249.
[37] D. Habermehl, P. Kempna, A. Azzi, J.M. Zingg, Recombinant SEC14-like
proteins (TAP) possess GTPase activity, Biochem. Biophys. Res.
Commun. 326 (2005) 254–259.
[38] J. Ni, X. Wen, J. Yao, H.C. Chang, Y. Yin, M. Zhang, S. Xie, M. Chen,
B. Simons, P. Chang, A. di Sant'Agnese, E.M. Messing, S. Yeh,
Tocopherol-associated protein suppresses prostate cancer cell growth by
inhibition of the phosphoinositide 3-kinase pathway, Cancer Res. 65
(2005) 9807–9816.
[39] J. Goldstein, D. Glossip, S. Nayak, K. Kornfeld, The CRAL/TRIO and
GOLD domain protein CGR-1 promotes induction of vulval cell fates in
Caenorhabditis elegans and interacts genetically with the Ras signaling
pathway, Genetics 172 (2006) 929–942.
